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3 <110> APPLICANT: ADLER, JON ELLIOT 

4 LI, XIADONG 

5 STAZEWSKI, LENA 

6 XU , HONG 

7 EHEVERRI , FERNANDO 

9 <120> TITLE OF INVENTION: T1R HETERO-OLIGOMERIC TASTE RECEPTORS 
11 <130> FILE REFERENCE: 078003-0282558 

13 <140> CURRENT APPLICATION NUMBER: 09/897, 427A 

14 <141> CURRENT FILING DATE: 2001-07-03 
16 <160> NUMBER OF SEQ ID NOS : 10 

18 <170> SOFTWARE: Patentln Ver. 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 2526 

22 <212> TYPE: DNA 

2 3 <213> ORGANISM: Homo sapiens 
2 5 <400> SEQUENCE: 1 

26 atgctgctct gcacggctcg cctggtcggc ctgcagcttc tcatttcctg ctgctgggcc 60 

27 tttgcctgcc atagcacgga gtcttctcct gacttcaccc tccccggaga ttacctcctg 120 

28 gcaggcctgt tccctctcca ttctggctgt ctgcaggtga ggcacagacc cgaggtgacc 180 

29 ctgtgtgaca ggtcttgtag cttcaatgag catggctacc acctcttcca ggctatgcgg 240 

30 cttggggttg aggagataaa caactccacg gccctgctgc ccaacatcac cctggggtac 300 

31 cagctgtatg atgtgtgttc tgactctgcc aatgtgtatg ccacgctgag agtgctctcc 360 

32 ctgccagggc aacaccacat agagctccaa ggagaccttc tccactattc ccctacggtg 420 

33 ctggcagtga ttgggcctga cagcaccaac cgtgctgcca ccacagccgc cctgctgagc 480 

34 cctttcctgg tgcccatgat tagctatgcg gccagcagcg agacgctcag cgtgaagcgg 540 

35 cagtatccct ctttcctgcg caccatcccc aatgacaagt accaggtgga gaccatggtg 600 

36 ctgctgctgc agaagttcgg gtggacctgg atctctctgg ttggcagcag tgacgactat 660 

37 gggcagctag gggtgcaggc actggagaac caggccactg gtcaggggat ctgcattgct 720 

38 ttcaaggaca tcatgccctt ctctgcccag gtgggcgatg agaggatgca gtgcctcatg 780 

39 cgccacctgg cccaggccgg ggccaccgtc gtggttgttt tttccagccg gcagttggcc 840 

40 agggtgtttt tcgagtccgt ggtgctgacc aacctgactg gcaaggtgtg ggtcgcctca 900 

41 gaagcctggg ccctctccag gcacatcact ggggtgcccg ggatccagcg cattgggatg 960 

42 gtgctgggcg tggccatcca gaagagggct gtccctggcc tgaaggcgtt tgaagaagcc 1020 
4 3 tatgcccggg cagacaagaa ggcccctagg ccttgccaca agggctcctg gtgcagcagc 1080 

44 aatcagctct gcagagaatg ccaagctttc atggcacaca cgatgcccaa gctcaaagcc 1140 

45 ttctccatga gttctgccta caacgcatac cgggctgtgt atgcggtggc ccatggcctc 1200 

46 caccagctcc tgggctgtgc ctctggagct tgttccaggg gccgagtcta cccctggcag 1260 

47 cttttggagc agatccacaa ggtgcatttc cttctacaca aggacactgt ggcgtttaat 1320 

48 gacaacagag atcccctcag tagctataac ataattgcct gggactggaa tggacccaag 1380 
4 9 tggaccttca cggtcctcgg ttcctccaca tggtctccag ttcagctaaa cataaatgag 1440 

50 accaaaatcc agtggcacgg aaaggacaac caggtgccta agtctgtgtg ttccagcgac 1500 

51 tgtcttgaag ggcaccagcg agtggttacg ggtttccatc actgctgctt tgagtgtgtg 1560 

52 ccctgtgggg ctgggacctt cctcaacaag agtgacctct acagatgcca gccttgtggg 1620 



file://C:\Crf3\Outhold\VsrI897427A.htm 



3/13/02 



Page 2 of 7 



RAW SEQUENCE LISTING DATE : 03/13/2002 

PATENT APPLICATION: US/09/897 , 427A TIME: 11:52:31 

Input Set : A:\78282558.app 

Output Set: N:\CRF3\03132002\I897427A.raw 



53 aaagaagagt gggcacctga 

54 gctttgcgtg agcacacctc 

55 ctgcttggga ctgctggcct 

56 gggggccgcc tgtgctttct 

57 ggcttctttg gggaacccac 

58 ggtttcacca tcttcctgtc 

59 aagttttcca ccaaggtacc 

60 ctgtttgtga tgatcagctc 

61 tggaccccac tgcctgctag 

62 acagagacca actccctggg 

63 agtgcctttg cctgcagcta 

64 tgtgtcacct tcagcctgct 

65 agcgtctacg acggcaagta 

66 agcagcggct tcggtgggta 

67 ctcaacagca cagagcactt 

68 acctga 

71 <210> SEQ ID NO: 2 

72 <211> LENGTH: 841 



73 <212> TYPE: 


PRT 


























74 <213> ORGANISM: 


Homo 


> sapiens 




















76 <400> SEQUENCE: 


2 
























77 Met 


Leu 


Leu 


Cys 


Thr 


Ala 


Arg 


Leu 


Val 


Gly 


Leu 


Gin 


Leu 


Leu 


He 


Ser 


78 1 








5 










10 










15 




80 Cys 


Cys 


Trp 


Ala 


Phe 


Ala 


Cys 


His 


Ser 


Thr 


Glu 


Ser 


Ser 


Pro 


Asp 


Phe 


81 






20 










25 










30 






83 Thr 


Leu 


Pro 


Gly 


Asp 


Tyr 


Leu 


Leu 


Ala 


Gly 


Leu 


Phe 


Pro 


Leu 


His 


Ser 


84 




35 










40 










45 








86 Gly 


Cys 


Leu 


Gin 


Val 


Arg 


His 


Arg 


Pro 


Glu 


Val 


Thr 


Leu 


Cys 


Asp 


Arg 


87 


50 










55 










60 










89 Ser 


Cys 


Ser 


Phe 


Asn 


Glu 


His 


Gly 


Tyr 


His 


Leu 


Phe 


Gin 


Ala 


Met 


Arg 


90 65 










70 










75 










80 


92 Leu 


Gly 


Val 


Glu 


Glu 


He 


Asn 


Asn 


Ser 


Thr 


Ala 


Leu 


Leu 


Pro 


Asn 


He 


93 








85 










90 










95 




95 Thr 


Leu 


Gly 


Tyr 


Gin 


Leu 


Tyr 


Asp 


Val 


Cys 


Ser 


Asp 


Ser 


Ala 


Asn 


Val 


96 






100 










105 










110 






98 Tyr 


Ala 


Thr 


Leu 


Arg 


Val 


Leu 


Ser 


Leu 


Pro 


Gly 


Gin 


His 


His 


lie 


Glu 


99 




115 










120 










125 








101 Leu 


Gin 


Gly Asp 


Leu 


Leu 


His 


Tyr 


Ser 


Pro 


Thr 


Val 


Leu 


Ala 


Val 


He 


102 


130 










135 










140 










104 Gly 


Pro 


Asp 


Ser 


Thr 


Asn 


Arg 


Ala 


Ala 


Thr 


Thr 


Ala 


Ala 


Leu 


Leu 


Ser 


105 145 










150 










155 










160 


107 Pro 


Phe 


Leu 


Val 


Pro 


Met 


He 


Ser 


Tyr 


Ala 


Ala 


Ser 


Ser 


Glu 


Thr 


Leu 


108 








165 










170 










175 




110 Ser 


Val 


Lys 


Arg 


Gin 


Tyr 


Pro 


Ser 


Phe 


Leu 


Arg 


Thr 


He 


Pro 


Asn 


Asp 


111 






180 










185 










190 






113 Lys 


Tyr 


Gin 


Val 


Glu 


Thr 


Met 


Val 


Leu 


Leu 


Leu 


Gin 


Lys 


Phe 


Gly 


Trp 


114 




195 










200 










205 








116 Thr 


Trp 


He 


Ser 


Leu 


Val 


Gly 


Ser 


Ser 


Asp 


Asp 


Tyr Gly 


Gin 


Leu 


Gly 


117 


210 










215 










220 











gggaagccag acctgcttcc cgcgcactgt ggtgtttttg 1680 
ttgggtgctg ctggcagcta acacgctgct gctgctgctg 1740 
gtttgcctgg cacctagaca cccctgtggt gaggtcagca 1800 
tatgctgggc tccctggcag caggtagtgg cagcctctat 1860 
aaggcctgcg tgcttgctac gccaggccct ctttgccctt 1920 
ctgcctgaca gttcgctcat tccaactaat catcatcttc 1980 
tacattctac cacgcctggg tccaaaacca cggtgctggc 2040 
agcggcccag ctgcttatct gtctaacttg gctggtggtg 2100 
ggaataccag cgcttccccc atctggtgat gcttgagtgc 2160 
cttcatactg gccttcctct acaatggcct cctctccatc 2220 
cctgggtaag gacttgccag agaactacaa cgaggccaaa 2280 
cttcaacttc gtgtcctgga tcgccttctt caccacggcc 2340 
cctgcctgcg gccaacatga tggctgggct gagcagcctg 2400 
ttttctgcct aagtgctacg tgatcctctg ccgcccagac 2460 
ccaggcctcc attcaggact acacgaggcg ctgcggctcc 2520 

2526 
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119 


Val 


Gin 


Ala 


Leu 


Glu 


Asn 


Gin 


Ala 


Thr 


Gly 


Gin 


Gly 


He 


Cys 


He 


Ala 


120 


225 










230 










235 










240 


122 


Phe 


Lys 


Asp 


He 


Met 


Pro 


Phe 


Ser 


Ala 


Gin 


Val 


Gly 


Asp 


Glu 


Arg 


Met 


123 










245 










250 










255 




125 


Gin 


Cys 


Leu 


Met 


Arg 


His 


Leu 


Ala 


Gin 


Ala 


Gly 


Ala 


Thr 


Val 


Val 


Val 


126 








260 










265 










270 






128 


Val 


Phe 


Ser 


Ser 


Arg 


Gin 


Leu 


Ala 


Arg 


Val 


Phe 


Phe 


Glu 


Ser 


Val 


Val 


129 






275 










280 










285 








131 


Leu 


Thr 


Asn 


Leu 


Thr 


Gly 


Lys 


Val 


Trp 


Val 


Ala 


Ser 


Glu 


Ala 


Trp 


Ala 


132 




290 










295 










300 










134 


Leu 


Ser 


Arg 


His 


He 


Thr 


Gly 


Val 


Pro 


Gly 


He 


Gin 


Arg 


He 


Gly 


Met 


135 


305 










310 










315 










320 


137 


Val 


Leu 


Gly Val 


Ala 


He 


Gin 


Lys 


Arg 


Ala 


Val 


Pro 


Gly 


Leu 


Lys 


Ala 


138 










325 










330 










335 




140 


Phe 


Glu 


Glu 


Ala 


Tyr 


Ala 


Arg 


Ala 


Asp 


Lys 


Lys 


Ala 


Pro 


Arg 


Pro 


Cys 


141 








340 










345 










350 






143 


His 


Lys 


Gly 


Ser 


Trp 


Cys 


Ser 


Ser 


Asn 


Gin 


Leu 


Cys 


Arg 


Glu 


Cys 


Gin 


144 






355 










360 










365 








146 


Ala 


Phe 


Met 


Ala 


His 


Thr 


Met 


Pro 


Lys 


Leu 


Lys 


Ala 


Phe 


Ser 


Met 


Ser 


147 




370 










375 










380 










149 


Ser 


Ala 


Tyr 


Asn 


Ala 


Tyr 


Arg 


Ala 


Val 


Tyr 


Ala 


Val 


Ala 


His 


Gly 


Leu 


150 


385 










390 










395 










400 


152 


His 


Gin 


Leu 


Leu 


Gly 


Cys 


Ala 


Ser 


Gly 


Ala 


Cys 


Ser 


Arg 


Gly 


Arg 


Val 


153 










405 










410 










415 




155 


Tyr 


Pro 


Trp 


Gin 


Leu 


Leu 


Glu 


Gin 


lie 


His 


Lys 


Val 


His 


Phe 


Leu 


Leu 


156 








420 










425 










430 






158 


His 


Lys 


Asp 


Thr 


Val 


Ala 


Phe 


Asn 


Asp 


Asn 


Arg 


Asp 


Pro 


Leu 


Ser 


Ser 


159 






435 










440 










445 








161 


Tyr 


Asn 


He 


He 


Ala 


Trp 


Asp 


Trp 


Asn 


Gly 


Pro 


Lys 


Trp 


Thr 


Phe 


Thr 


162 




450 










455 










460 










164 


Val 


Leu 


Gly 


Ser 


Ser 


Thr 


Trp 


Ser 


Pro 


Val 


Gin 


Leu 


Asn 


He 


Asn 


Glu 


165 


465 










470 










475 










480 


167 


Thr 


Lys 


He 


Gin 


Trp 


His 


Gly 


Lys 


Asp 


Asn 


Gin 


Val 


Pro 


Lys 


Ser 


Val 


168 










485 










490 










495 




170 


Cys 


Ser 


Ser 


Asp 


Cys 


Leu 


Glu 


Gly 


His 


Gin 


Arg 


Val 


Val 


Thr 


Gly 


Phe 


171 








500 










505 










510 






173 


His 


His 


Cys 


Cys 


Phe 


Glu 


Cys 


Val 


Pro 


Cys 


Gly 


Ala 


Gly 


Thr 


Phe 


Leu 


174 






515 










520 










525 








176 


Asn 


Lys 


Ser 


Asp 


Leu 


Tyr 


Arg 


Cys 


Gin 


Pro 


Cys 


Gly 


Lys 


Glu 


Glu 


Trp 


177 




530 










535 










540 










179 


Ala 


Pro 


Glu 


Gly 


Ser 


Gin 


Thr 


Cys 


Phe 


Pro 


Arg 


Thr 


Val 


Val 


Phe 


Leu 


180 


545 










550 










555 










560 


182 


Ala 


Leu 


Arg 


Glu 


His 


Thr 


Ser 


Trp 


Val 


Leu 


Leu 


Ala 


Ala 


Asn 


Thr 


Leu 


183 










565 










570 










575 




185 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 


Thr 


Ala 


Gly 


Leu 


Phe 


Ala 


Trp 


His 


Leu 


186 








580 










585 










590 






188 


Asp 


Thr 


Pro 


Val 


Val 


Arg 


Ser 


Ala 


Gly 


Gly 


Arg 


Leu 


Cys 


Phe 


Leu 


Met 


189 






595 










600 










605 








191 


Leu 


Gly 


Ser 


Leu 


Ala 


Ala 


Gly 


Ser 


Gly 


Ser 


Leu 


Tyr 


Gly 


Phe 


Phe 


Gly 
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192 



610 



615 



620 



194 


Glu 


Pro 


Thr 


Arg 


Pro 


Ala 


Cys 


Leu 


Leu 


Arg 


Gin 


Ala 


Leu 


Phe 


Ala 


Leu 


195 


625 










630 










635 










640 


197 


Gly 


Phe 


Thr 


He 


Phe 


Leu 


Ser 


Cys 


Leu 


Thr 


Val 


Arg 


Ser 


Phe 


Gin 


Leu 


198 










645 










650 










655 




200 


He 


He 


He 


Phe 


Lys 


Phe 


Ser 


Thr 


Lys 


Val 


Pro 


Thr 


Phe 


Tyr 


His 


Ala 


201 








660 










665 










670 






203 


Trp 


Val 


Gin 


Asn 


His 


Gly 


Ala 


Gly 


Leu 


Phe 


Val 


Met 


He 


Ser 


Ser 


Ala 


204 






675 










680 










685 








206 


Ala 


Gin 


Leu 


Leu 


He 


Cys 


Leu 


Thr 


Trp 


Leu 


Val 


Val 


Trp 


Thr 


Pro 


Leu 


207 




690 










695 










700 










209 


Pro 


Ala 


Arg 


Glu 


Tyr 


Gin 


Arg 


Phe 


Pro 


His 


Leu 


Val 


Met 


Leu 


Glu 


Cys 


210 


705 










710 










715 










720 


212 


Thr 


Glu 


Thr 


Asn 


Ser 


Leu 


Gly 


Phe 


He 


Leu 


Ala 


Phe 


Leu 


Tyr 


Asn 


Gly 


213 










725 










730 










735 




215 


Leu 


Leu 


Ser 


He 


Ser 


Ala 


Phe 


Ala 


Cys 


Ser 


Tyr 


Leu 


Gly 


Lys 


Asp 


Leu 


216 








740 










745 










750 






218 


Pro 


Glu 


Asn 


Tyr 


Asn 


Glu 


Ala 


Lys 


Cys 


Val 


Thr 


Phe 


Ser 


Leu 


Leu 


Phe 


219 






755 










760 










765 








221 


Asn 


Phe 


Val 


Ser 


Trp 


He 


Ala 


Phe 


Phe 


Thr 


Thr 


Ala 


Ser 


Val 


Tyr 


Asp 


222 




770 










775 










780 










224 


Gly 


Lys 


Tyr 


Leu 


Pro 


Ala 


Ala 


Asn 


Met 


Met 


Ala 


Gly 


Leu 


Ser 


Ser 


Leu 


225 


785 










790 










795 










800 


227 


Ser 


Ser 


Gly 


Phe 


Gly 


Gly 


Tyr 


Phe 


Leu 


Pro 


Lys 


Cys 


Tyr 


Val 


He 


Leu 


228 










805 










810 










815 




230 


Cys 


Arg 


Pro 


Asp 


Leu 


Asn 


Ser 


Thr 


Glu 


His 


Phe 


Gin 


Ala 


Ser 


He 


Gin 


231 








820 










825 










830 






233 


Asp 


Tyr 


Thr 


Arg 


Arg 


Cys 


Gly 


Ser 


Thr 

















234 



840 



835 

237 <210> SEQ ID NO: 3 

238 <211> LENGTH: 2520 

239 <212> TYPE: DNA 

240 <213> ORGANISM: Homo sapiens 

242 <400> SEQUENCE: 3 

243 atggggccca gggcaaagac catctgctcc ctgttcttcc 

244 ccggctgaga actcggactt ctacctgcct ggggattacc 

245 ctccatgcca acatgaaggg cattgttcac cttaacttcc 

246 gagtatgaag tgaaggtgat aggctacaac ctcatgcagg 

247 gagatcaaca atgacagcag cctgctgcct ggtgtgctgc 

248 gtgtgctaca tctccaacaa tgtccagccg gtgctctact 

249 ctccttccca tccaagagga ctacagtaac tacatttccc 

250 cctgacaact ccgagtctgt catgactgtg gccaacttcc 

251 cagatcacct acagcgccat cagcgatgag ctgcgagaca 

252 ctgcgtacca cacccagcgc cgaccaccac gtcgaggcca 

253 ttccgctgga actggatcat tgtgctggtg agcagcgaca 

254 cagctgcttg gcgagcgcgt ggcccggcgc gacatctgca 

255 cccacactgc agcccaacca gaacatgacg tcagaggagc 

256 gtggacaagc tgcagcagag cacagcgcgc gtcgtggtcg 

257 ctgtaccact tcttcaatga ggtgctgcgc cagaacttca 



tcctatgggt 
tcctgggtgg 
tgcaggtgcc 
ccatgcgctt 
tgggctatga 
tcctggcaca 
gtgtggtggc 
tctccctatt 
aggtgcgctt 
tggtgcagct 
cctatggccg 
tcgccttcca 
gccagcgcct 
tgttctcgcc 
cgggcgccgt 



cctggctgag 60 
cctcttctcc 120 
catgtgcaag 180 
cgcggtggag 240 
gatcgtggat 300 
cgaggacaac 360 
tgtcattggc 4 20 
tctccttcca 4 80 
cccggctttg 540 
gatgctgcac 600 
cgacaatggc 660 
ggagacgctg 720 
ggtgaccatt 780 
cgacctgacc 840 
gtggatcgcc 900 
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258 tccgagtcct gggccatcga cccggtcctg cacaacctca 

259 accttcctgg gcatcaccat ccagagcgtg cccatcccgg 

260 tggggcccac aggctgggcc gccacccctc agcaggacca 

261 caggagtgcg acaactgcct gaacgccacc ttgtccttca 

262 ggggagcgtg tcgtctacag cgtgtactct gcggtctatg 
agcctcctcg gctgtgacaa aagcacctgc accaagaggg 
cttgaggaga tctggaaggt caacttcact ctcctggacc 

265 caaggggacg tggctctgca cttggagatt gtccagtggc 

266 cccttccaga gcgtcgcctc ctactacccc ctgcagcgac 
atctcctggc acaccgtcaa caacacgatc cctatgtcca 
tcagggcaaa agaagaagcc tgtgggcatc cacgtctgct 
cttcccggca ccttcctcaa ccacactgaa gatgaatatg 

270 aacgagtggt cctaccagag tgagacctcc tgcttcaagc 

271 tggcatgagg cacccaccat cgctgtggcc ctgctggccg 

272 ctggccatcc tggtgatatt ctggaggcac ttccagacac 

273 ggccccatgt gcttcctgat gctgacactg ctgctggtgg 

274 tacgtggggc cgcccaaggt ctccacctgc ctctgccgcc 

275 ttcacaattt gcatctcctg tatcgccgtg cgttctttcc 
atggccagcc gcttcccacg cgcctacagc tactgggtcc 
tctatggcat ttatcacggt actcaaaatg gtcattgtgg 
ggcctcagtc ccaccacccg tactgacccc gatgacccca 
aaccccaact accgcaacag cctgctgttc aacaccagcc 
gtgggtttca gcttcgccta catgggcaaa gagctgccca 
ttcatcaccc tcagcatgac cttctatttc acctcatccg 
tctgcctaca gcggggtgct ggtcaccatc gtggacctct 
ctggccatca gcctgggcta cttcggcccc aagtgctaca 
cgcaacacgc ccgcctactt caacagcatg atccagggct 
<210> SEQ ID NO: 4 
<211> LENGTH: 839 
<212> TYPE: PRT 

Homo sapiens 
4 



263 
264 



267 
268 
269 



276 
277 
278 
279 
280 
281 
282 
283 
284 
287 
288 
289 
290 



cggagctggg 
gcttcagtga 
gccagagcta 
acaccattct 
ctgtggccca 
tggtctaccc 
accaaatctt 
aatgggaccg 
agctgaagaa 
tgtgttccaa 
gcttcgagtg 
aatgccaggc 
ggcagctggt 
ccctgggctt 
ccatagttcg 
catacatggt 
aggccctctt 
agatcgtctg 
gctaccaggg 
taattggcat 
agatcacaat 
tggacctgct 
ccaactacaa 
tctccctctg 
tggtcactgt 
tgatcctctt 
acaccatgag 



ccacttgggc 
gttccgcgag 
tacctgcaac 
caggctctct 
tgccctgcac 
ctggcagctg 
cttcgacccg 
gagccagaat 
catccaagac 
gaggtgccag 
catcgactgc 
ctgcccgaat 
cttcctggaa 
cctcagcacc 
ctcggctggg 
ggtcccggtg 
tcccctctgc 
cgccttcaag 
gccctacgtc 
gctggccacg 
tgtctcctgt 
gctctcagtg 
cgaggccaag 
caccttcatg 
gctcaacctc 
ctacccggag 
gagggactag 



960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 



<213> ORGANISM: 



292 <400> SEQUENCE: 



293 


Met 


Gly 


Pro 


Arg 


Ala 


Lys 


Thr 


He 


Cys 


Ser 


Leu 


Phe 


Phe 


Leu 


Leu 


Trp 


294 


1 








5 










10 










15 




296 


Val 


Leu 


Ala 


Glu 


Pro 


Ala 


Glu 


Asn 


Ser 


Asp 


Phe 


Tyr 


Leu 


Pro 


Gly 


Asp 


297 








20 










25 










30 






299 


Tyr 


Leu 


Leu 


Gly 


Gly 


Leu 


Phe 


Ser 


Leu 


His 


Ala 


Asn 


Met 


Lys 


Gly 


He 


300 






35 










40 










45 








302 


Val 


His 


Leu 


Asn 


Phe 


Leu 


Gin 


Val 


Pro 


Met 


Cys 


Lys 


Glu 


Tyr 


Glu 


Val 


303 




50 










55 










60 










305 


Lys 


Val 


He 


Gly 


Tyr 


Asn 


Leu 


Met 


Gin 


Ala 


Met 


Arg 


Phe 


Ala 


Val 


Glu 


306 


65 










70 










75 










80 


308 


Glu 


He 


Asn 


Asn 


Asp 


Ser 


Ser 


Leu 


Leu 


Pro 


Gly 


Val 


Leu 


Leu 


Gly 


Tyr 


309 










85 










90 










95 




311 


Glu 


He 


Val 


Asp 


Val 


Cys 


Tyr 


He 


Ser 


Asn 


Asn 


Val 


Gin 


Pro 


Val 


Leu 


312 








100 










105 










110 






314 


Tyr 


Phe 


Leu 


Ala 


His 


Glu 


Asp 


Asn 


Leu 


Leu 


Pro 


He 


Gin 


Glu 


Asp 


Tyr 


315 






115 










120 










125 








317 


Ser 


Asn 


Tyr 


He 


Ser 


Arg 


Val 


Val 


Ala 


Val 


lie 


Gly 


Pro 


Asp 


Asn 


Ser 



Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using nor Xaa. 
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VERIFICATION SUMMARY DATE: 03/13/2002 

PATENT APPLICATION: US/09/897 , 427A TIME: 11:52:32 

Input Set : A:\78282558.app 

Output Set: N:\CRF3\03132002\I897427A.raw 

L:779 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 
L:843 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 
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